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settlements, the number of new cases of brucellosis in the
next period, will be low or eradicated.
doi:10.1016/j.ijid.2008.05.535
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Background: Bacterial vaginosis (BV) is common and has
been associated with increased HIV-1 susceptibility. The
objective of this study was to identify risk factors for BV
in HIV-1-seronegative African women at high risk for HIV-1
acquisition.
Methods: We conducted a prospective study among 151
Kenyan female sex workers. Women were eligible to enroll if
they were not pregnant and did not currently have symptoms
of abnormal vaginal itching or discharge. At monthly follow-
up, a vaginal examination and laboratory testing for genital
tract infections were performed. Multivariate Andersen-Gill
proportional hazards analysis was used to identify correlates
of BV.
Results: Participants completed a median of 12 follow-
up visits. Compared to women reporting no vaginal washing,
those who reported vaginal washing 1—14 (adjusted hazard
ratio [aHR] 1.29, 95% conﬁdence interval [CI] 0.88—1.89),
15—28 (aHR 1.60, 95% CI 0.98—2.61), and >28 times/week
(aHR 2.39, 95% CI 1.35—4.23) were at increased risk of BV.
Higher BV incidence was also associated with the use of
cloth for intravaginal cleansing (aHR 1.48, 95% CI 1.06—2.08)
and with recent unprotected intercourse (aHR 1.75, 95%
CI 1.47—2.08). Women using depot medroxyprogesterone
acetate contraception were at lower risk for BV (aHR 0.59,
95% CI 0.48—0.73).
Conclusions: To our knowledge, this is the ﬁrst prospec-
tive study to demonstrate a signiﬁcant association between
vaginal washing and BV. Thus, these data provide the
strongest evidence to date that this common personal
hygiene practice may increase women’s risk for vaginal
infections and their complications including increased HIV-1
susceptibility. The dose-response relationship with vaginal
washing suggests that substantial reductions in BV might be
achieved by reducing the frequency of vaginal washing or by
modifying speciﬁc practices such as the use of cloth even if
complete cessation proves difﬁcult.
doi:10.1016/j.ijid.2008.05.536
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Culture-dependent methods and culture-independent
method have shown that about 600 species of bacteria
inhabit the human oral cavity. Some oral microorganisms
have a direct link to dental caries, periodontal disease
and halitosis. These include streptococcal species, cer-
tain bacilli and candida yeasts implicated in dental caries
and species such as Bacteroides loescheii, Porphyromonas
endodontalis, Porphyromonas gingivalis and Prevotella inter-
media that are associated with halitosis. Some opportunistic
pathogens also cause systemic diseases such as bacterial
endocarditis, aspiration pneumonia, osteomyelitis in chil-
dren, preterm low birth weight, coronary heart disease and
cerebral infarction (or stroke). The oral cavity is also the
habitat for many types of lactic acid bacteria that are able
to inhibit the growth of other microorganisms by produc-
ing such metabolites as hydrogen peroxide, bacteriocins
and organic acids. Such beneﬁcial oral bacteria include
Lactobacillus rhamnosous GG, Lactobacillus reuteri, Lacto-
bacillus casei and Lactobacillus acidophilus. Biﬁdobacterium
and Streptococcus oligofermentas inhibit cariogenic Strep-
tococcus mutans while species such as Weissella cibaria
and Streptococcus salivarius reduce volatile sulfur com-
pounds thereby improving the condition of halitosis in human
subjects generally. The development of the oral microbial
community involves competition as well as synergy among
these hundreds of species. The bacterial populations in the
human oral cavity are constantly in a dynamic state of
change. The need to proﬁle and characterize these microor-
ganisms using appropriate rapid detection methods can go
a long way in developing future management strategies in
the clinical setting to enhance oral health in the Malaysian
population. This paper presents the initial data obtained by
employing standard methods in addition to a rapid detec-
tion method in proﬁling bacteria present in the oral cavity
of healthy Malaysian volunteers. Some consequential effects
of prevalence in number of beneﬁcial lactic acid bacteria in
inhibiting the undesirable inhabitants of the oral region are
also highlighted.
doi:10.1016/j.ijid.2008.05.537
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Objectives: Infectious diarrheal diseases are responsible
for considerable morbidity and mortality, especially in the
developing countries. Infections with Shiga toxin-producing
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E. coli (STEC) are an important public health problem. The
development of newmolecular diagnostic methods hasmade
it possible to re-evaluate the prevalence of different STEC
serotypes in diarrhea. In this study, the prevalence of STEC
serotypes was investigated by PCR assay among diarrheal
and healthy cases in Iran.
Methods: To determine the relative frequency of O157
and non-O157 STEC serotypes, a total of 331 stool samples
collected from 70 subjects with bloody diarrhea, 181 sub-
jects with non-bloody diarrhea and 80 normal subjects, were
investigated. Strains biochemically identiﬁed as E. coli were
selected and serogroup of strains were determined by slide
agglutination tests and more evaluated for testing for genes
encoding Shiga toxin1 (stx 1) and Shiga toxin 2 (stx 2), E.
coli attaching and effacing (eae) gene by PCR. PCR- restric-
tion fragment length polymorphism (PCR-RFLP) analysis of
the ﬂagellin gene (ﬂiC) was performed in 35 strains of STEC
O serogroups for determining their ﬂagellar antigen (H) sta-
tus. The entire coding sequence of ﬂiC was ampliﬁed by PCR,
the amplicon was restricted with HhaI, and the restriction
fragment pattern was examined after gel electrophoresis.
Results: The results obtained indicated that STEC was
diagnosed in 35 (10.5%) persons. Of the STEC isolates, 2
(5.7%) strains were isolated from bloody diarrheal, and 25
(71.4%) from non-bloody diarrheal patients compared to 8
(22.8%) of healthy cases. STEC strains belonged to O26,
O111, O125, O126, O127, O128 and O142, but none of the
strains belonged to O157 serogroup. The detected STEC
included two isolates (serotypes O26: H29 and O126: H2)
of Stx2 STEC from non-bloody diarrheal cases, two isolates
(Stx1 STEC) from bloody diarrheal patients, 23 isolates of
Stx1 STEC from non-bloody diarrheal, and 8 isolates of Stx1
STEC from normal persons. The eaeA gene was not detected
in any isolate. STEC isolates detected belonged to several
serotypes. The most common serotypes were O126:H19 and
O125:H15.
Conclusion: Our data shows that various STEC serotypes
may be agents of diarrhea and most of STEC isolates in Iran
were low virulent. PCR-RFLP analysis of ﬂiC gene (H typing)
in conjunction with O serogrouping will be useful method
in identifying the H variant in motile and non motile STEC
serotypes and will be helpful for epidemiological studies.
doi:10.1016/j.ijid.2008.05.538
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Background: Shiga toxin producing Escherichia coli
(STEC) causes acute gastroenteritis characterised by abdom-
inal cramps and bloody diarrhoea. In Australia and
elsewhere, serotype O157 is the predominant strain of STEC.
To investigate risk factors for STEC O157 and non-O157 infec-
tion we conducted an Australia-wide case control study
between 2003 and 2007.
Methods: Patients infected with STEC that were notiﬁed
to health departments were eligible for the study and three
controls per case were selected from a bank of controls
based on sex and ﬁve year age groups. Cases were recruited
in South Australia from July 2003, with all other Australian
states participating from 2005. A standardised question-
naire was used to collect information regarding demographic
data, food, behavioural and environmental exposures. All
factors associated with O157 and non-O157 infection at the
univariate level (p < 0.1) were included in separate logistic
regression models.
Results: The O157 analysis included 43 cases and 117
controls; the non-O157 analysis included 71 cases and
187 controls. In multivariate analysis, STEC O157 infec-
tion was associated with eating hamburgers (OR = 6.6,
95% CI = 2.2—20.0), eating out of the home (OR = 4.8, 95%
CI = 1.7—13.6) and living on or visiting a farm (OR = 4.6, 95%
CI = 1.2—17.6). Non-O157 STEC infection was associated with
consuming chicken deli meat (OR = 5.3, 95% CI = 1.5—18.5),
working with animals (OR = 3.2, 95% CI = 1.2-8.3) and asthma
(OR = 2.7, 95% CI = 1.1—6.3). Bush camping in Australia had
an elevated odds ratio, although this was not signiﬁcant
(OR = 3.3, 95% CI = 0.9—11.9).
Conclusions: This national case control study is the ﬁrst to
provide risk factors for both O157 and non-O157 STEC cases.
That O157 was associated with farm exposure and eating
hamburgers is consistent with that reported internationally.
However, some of the risk factors for non-0157 cases have
not been reported previously. It is important to consider
these risk factors in developing prevention programmes for
this serious illness.
doi:10.1016/j.ijid.2008.05.539
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Background: Zidovudine (ZDV) has potent in vitro
antibacterial activity against Salmonella spp. species. The
aim of this study was to evaluate the possible use of the
antiviral zidovudine as an alternative agent in the treatment
of salmonellosis by describing the susceptibility patterns
of Salmonella spp. isolates to eight antimicrobials and to
zidovudine.
Methods: isolates of Salmonella spp. recovered from
patients who were admitted in the Instituto de Infec-
tologia Emı´lio Ribas, Sa˜o Paulo (SP), Brazil, from 1992
to 2002 were included in the study. Antimicrobial sus-
ceptibility tests were performed using the agar dilution
method on Mueller-Hinton agar. In vitro activity of
ciproﬂoxacin (5g), ceftriaxone (30g), chlorampheni-
col (30g), ampicillin (10g), nalidixic acid (30g),
trimethoprim/sulfamethoxazole (1.25/23.75g), tetracy-
cline (30g) and streptomycin (10g) were determined to
all isolates. Minimal inhibitory concentration determinations
were carried out in vitro by the microdilution method. The
